The compound was prepared by dissolving 2-(phenylamino)pyridine (0.52 g ; 3.0 mmol) and di(methanesulfonyl)amine (0.51 g; 3.0 mmol) 
The crystal structure of the title compound 2-(phenylamino) 
INTRODUCTION
The design of supramolecular structure depends crucially on the robustness or high probability of formation, of a limited number of supramolecular synthons [1] . Among these non-covalent interactions, bimolecular hydrogen-bonded ring motifs [2] are prominently utilized for controlling the assembly of complementary molecular building blocks into finite or infinite architectures [3] . Since the hydrogen bond is primariliy electrostatic in nature, the strengths of such interactions involving charged species in enhanced and, as a result, acyclic or preferentially cyclic hydrogen-bonded motifs become a powerful tool for linking ions together in a predictable manner [4] .
To prepare a crystal containing a supramolecular structure of interest, one must first identify molecular functionalities of the target molecules that will generate predictable intermolecular interactions. Among these molecules, Di(methanesulfonyl)amine and derivates of pyridine are potentially of great interest as supramolecular building block. The N-H, S=O of the di(methanesulfonyl)amine and nitrogen atom of the pyridine derivates would seem to be a useful hydrogenbonding unit [5] .
In the present research we have attempted to design new robust eight membered-ring hydrogen-bonded networks of di(methanesulfonyl)amine and derivates of pyridine i.e. 2-(phenylamino)pyridine with antidromic ring motif type . 
EXPERIMENTAL
The compound was prepared by dissolving 2-(phenylamino)pyridine (0.52 g ;3.0 mmol) and di(methanesulfonyl)amine (0.51 g; 3.0 mmol) in 5 mL methanol. Slow partial evaporation of the solvent at low temperature (-30 o C) gave a yield of 0.66 g (64%) and crystals suitable for X-ray study.
RESULTS AND DISCUSSION
Nowdays we are engaged in a systematic study of hydrogen-bond patterns in crystalline onium di(methanesulfonyl)amidates both experimentally and theoretically. The anion common of these compounds, (MeSO 2 ) 2 N -, is derived from a strong N-H acid (pKa = 0.9, relative to water and adopts a fairly rigid solid-state conformation of pseudo C 2 symmetry, exhibiting two setereochemically different pairs of O atoms characterized by transand gauche-O-S-N-S torsions angles, respectively. Thus, three of its five potential hydrogen-bond acceptors are included in a nearly planar O-S-N-S-O sequence, which when combined with complementary cation donor species, provides a robust supramolecular synthon for constructing hydrogen-bonding patterns of tunable complexity. On the other hand, pyridine derivatives such as 2-(phenylamino)pyridine provide an electronegative nitrogen atom which is potential as an acceptor proton. With these two compounds one may design a robust eight-membered ring supramolecular structure of the 2-(phenylamino)pyridiniumdi(methane-sulfonyl)amidate.
The crystallographic data for 2-(phenylamino)pyridiniumdi(methanesulfonyl)amidate are compiled in table 1. Table 2 contains the torsion angles of the di(methanesulfonyl)amidate anion structure as a proof for the konformative persistence of the anion. The left column is for the left structure of the compound As stated above, The both spesies, i.e 2-(phenylamino)-pyridinium and di(methane-sulfonyl)amidate fulfill the requirements to form supramolecular structures. The crystals consist of ion pairs which the components are associated with each other via a N-H◊◊◊N and a N-H◊◊◊O hydrogen bond under formation of the antidromic ring motif . The supramolecular compound contains two independent, however geometrically similar ion pairs. ) 8 ( R 2 2 In the independent ion pairs of 2-(phenylamino)pyridiniumdi(methanesulfonyl) amidate, the pyridinium cations are chemically unsymmetrical and capable to form supramolecule bonding isomerism. In the structure, we can demonstrate that two bridges connect the two spesies through N-H-Bridge which come from the pyridinium ring and the N-H bridges from the amino group.
The successful construction of the antidromic motif require a recognition process and a good complementarity of the Ionic elements. The di(methanesulfonyl)-amidate-anionbecause of its geometrical persistenceshows almost unchangeable acceptor distance N (1)◊◊◊O (1) 
CONCLUSION
In conclusion, we have demonstrated a simple model for the construction of the antidromic ring motif from -(phenyl-amino)pyridine and di(methanesulfonyl)amine. The results clearly demonstrate that these weak interactions are capable of not only constructing well-defined crystal structures but also antidromic ring motif .
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